Symbols are means, whiskers are 95% CIs.
Supplementary statistical details

Decision making data -final (7 th ) visit
As the decision data is binomial, a binomial distribution family (with logit link function) is used. The main model formula used was:
Decision on final visit = maze treatment * bifurcation + pheromone treatment * bifurcation + (random effects: ant nested within colony)
This provided the following model fit:
Fit: glmer(formula = correct ~ mazetreatment * bifurcation + pherotreatment * bifurcation + (1 | Colony/ant), data = onlytrip7, family = binomial) 
Pheromone deposition data
As pheromone deposition is much higher when ants are returning from a food source than when outgoing from the nest, pheromone deposition was investigated separately according to travel direction. To disentangle the choice of depositing pheromone at all from the modulation of pheromone deposition, we consider both whether ants deposit pheromone or not (binomial data), and then the number of depositions performed by ants depositing pheromone (count data). Count data was modelled using a Poisson distribution.
In all cases we used a similar model formula: 
The effect of path decision making on pheromone deposition
Here, we explored how having just made an error, or being about to make an error, affects pheromone deposition. First, we examine the probability of ants to deposit any pheromone at all. We then examine pheromone deposition intensity by considering the number of depositions performed by ants depositing at least one dot of pheromone. Again, we consider journey direction (return or outwards) separately.
Deposition probability
As the response is binomial (deposited or did not deposit) a binomial distribution family is used. The model formula was: 
